
 

As a University of Excellence, Universität Hamburg is one of the strongest research universities 

in Germany. As a flagship university in the greater Hamburg region, it nurtures innovative, co-

operative contacts to partners within and outside academia. It also provides and promotes sus-

tainable education, knowledge, and knowledge exchange locally, nationally, and internation-

ally. 

 

The Center for Natural History - CeNak -, Universität Hamburg invites applications for a 

 

RESEARCH ASSOCIATE 

Head of Molecular Bioinformatics 

- SALARY LEVEL 13 TV-L - 

 
 

The position in accordance with Section 28 subsection 3 of the Hamburg higher education act 

(Hamburgisches Hochschulgesetz, HmbHG) commences on the earliest date possible. 

 

This is a fixed-term contract in accordance with Section 2 of the academic fixed-term labor con-

tract act (Wissenschaftszeitvertragsgesetz, WissZeitVG). The term is fixed until 31.12.2020. The 

position calls for 39 hours per week. 

 

CeNak is currently being evaluated for acceptance to the Leibniz Association. If the evaluation is 

positive, it may be possible to continue employment. As the new employer, the Leibniz Institute 

retains the right to determine whether employment will continue. 

 

Responsibilities: 

Duties primarily include teaching and research. Research associates may also pursue independ-

ent research and further academic qualifications. 

 

Specific Duties: 

The scientist responsible for molecular bioinformatics will establish the most advanced bioinfor-

matic analysis methods for molecular genetic and genomic data in biodiversity and evolutionary 

research at the Center for Natural History. He or she supports CeNak scientists in the analysis of 

such data and in planning and proposal of research projects. He or she is also responsible for the 

conception, configuration and coordination of the hardware (workstations, galaxy server, clus-

ters in the computing centre) for molecular genetic data analysis and instructs users in the usage 

of hardware and software for molecular genetic data analysis. He or she participates in archiving 

molecular genetic data sets. 

 

  



 

 

 

Universität Hamburg has been certified. 
audit familiengerechte hochschule 

Requirements: 

A university degree in a relevant subject plus doctorate. Programming of scripts in Python/PEARL 

for analyses of genomic data sets. Advanced knowledge in R (application, programming). Ad-

vanced knowledge in the application and development of bioinformatic methods for the analysis 

of molecular genetic and genomic data for systematic and population genetic research. Inde-

pendent scientific research, the ability to work in a team and the interest in testing and further 

developing new methods and applications are essential.  

 

The University aims to increase the number of women in research and teaching and explicitly 

encourages women to apply. Equally qualified female applicants will receive preference in ac-

cordance with the Hamburg act on gender equality (Hamburgisches Gleichstellungsgesetz, 

HmbGleiG). 

 

Qualified disabled candidates or applicants with equivalent status receive preference in the ap-

plication process. 

 

For further information, please contact Prof. Dr. Bernhard Hausdorf  

(Hausdorf@zoologie.uni-hamburg.de).  

 

Applications should include a cover letter, a tabular curriculum vitae, and copies of degree cer-

tificate(s). Please send applications by 13.11.2019 to: Universität Hamburg, Prof. Dr. Bernhard 

Hausdorf, Centrum für Naturkunde - CeNak, Martin-Luther-King-Platz 3, 20146 Hamburg. 

 

Please do not submit original documents as we are not able to return them. Any documents sub-

mitted will be destroyed after the application process has concluded. 


